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Crystallographic studies of photosystem II (PSII) proteins have
given the first description of the structure of PSIIL, but these models
are not absolutely complete as yet. The fact that membrane proteins
are often unstable, highly temperature and light sensitive together with
their complicated composition are responsible for difficult crystal
growing and solving their structure.

Here we report a new approach for crystallization of monomeric
photosystem II core complex using the counter-diffusion technique.
The core complex of PSII was isolated from Pisum sativum, purified
and prepared for crystallization trials. The protein crystallized in green
needle-shaped crystal form from PEG4000 and MPD in MES pH 6.50
at 291-293K. Protein character of PSII crystals was confirmed by laser
spectroscopy, and by X-ray diffraction measurement at the
synchrotrons in Hamburg and Grenoble.
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