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High sequence homology cystein desulfurase IscS and SufS 
presumably play the sane role in the oxygen-sensitive assembly 
process.  The isc and suf operons in E. coli represent alternative 
genetic systems optimized to mediate the essential metabolic process 
of iron-sulfur claster (Fe-S) assembly and basal or oxidative-stress 
conditions.  IscU has 3 invariant cystein residues that function as a 
template for Fe-S assembly while accepting a S atom from IscS,  SufE 
does not have those function, but 

Has been suggested to function as a shuttle protein that uses a 
persulfide linkage to a single invariant cystein residue to transfer a S 
atom from SufS to an alternative Fe-S assembly template.  The 
structure of SufE shows the persulfide-forming cysteine occurs at the 
tip of a loop with elevated B-factors. The side chain of cystein is 
buried in hydrophopcic cavity located beneath a highly conserved 
surface.  A conserved core structure is implicated in mediating the 
interactions of both SufE and IscU  with mutually homologous cystein 
desulfurase enzyme present in their respective operons. 

The core fold SufE/IscU has been adapted to mediate interdomain 
interations in diverse redox protein systems in the course of evolution. 
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