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Protein kinases are key components of cell signalling pathways.
Defects in these processes lead to diseases such as cancer, diabetes
and arthritis and hence protein kinases have become targets for drug
design and therapy. We recently reviewed progress in this field with
reference to kinase inhibitors that are in clinical trials or in the clinic
and for which structural information is available [1]. In this talk I shall
review some of our work with reference to cell cycle protein kinases
[2] and I shall expand the discussion to consider wider aspects of
substrate recognition with reference to CDK2/cyclin A, CDK2/cyclin
E [3], CDK7 [4] and polo-like kinase [5].
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